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Background

Sexual transmission of hepatitis C virus (HCV) has often been considered to be less efficient than that
of other bacterial STI. However, epidemics of sexually acquired HCV infection have been reported
internationally in the recent years among HIV positive MSM. In this connection the epidemiologic
associations of concurrent transmission of HCV and other bacterial STI have yet to be determined.

Results

Between 2004 and 2017, a total of 79 HIV patients were
diagnosed with sexually acquired acute HCV infection. All
were male, 75 were Chinese, and 78 were MSM.

Materials and Methods

Data: clinical data and blood samples of
HIV positive patients diagnosed with
acute HCV infection were collected from
a major HIV specialist clinic (Integrated
Treatment Centre) in Hong Kong.
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Fig. 1. Number of newly
diagnosed acute HCV
infection over time,

Definitions: stratified by concurrent S

Acute HCV infection: HCV antibody
seroconversion, or interval <12 months
between one’s last HCV negative and first
HCV positive test result.

Concurrent STI (outcome variable): the
diagnosis of syphilis, gonorrhea and/or
chlamydia within 1 year of HCV diagnosis

year of HCV diagnosis

58 (74%) of patients had concurrent STI, of whom 30% had

recreational drug use (chemfun) habit

* 53 (90%) with syphilis only,

* 1 (2%) with chlamydia only,

* 1 (1%) with chlamydia and gonorrhea, 2 (3%) with chlamydia
and syphilis, 2 (3%) with syphilis, gonorrhea and chlamydia
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